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Introduction/Purpose:

Age-related macular degeneration (AMD) is the leading cause of irreversible blindness among elderly adults in
developed nations. As loss of blood vessels occurs concomitantly with activation of the innate immune system in
eyes affected by AMD, we hypothesized that activation of the complement immune system may alter homeostatic
gene expression in endothelial cells, abetting AMD pathogenesis.

Experimental Design:
To test this hypothesis, we challenged primate choroidal endothelial cells with complement activators and
measured differential gene expression by RNA-Seq.

Results:
Bioinformatic analysis revealed that complement activation alters a wide range of genetic pathways, including
robust modulation of vascular development.

Conclusions:
Our findings are consistent with the etiology of AMD, and reveal novel factors in ophthalmic inflammation.



